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Identification of Crustaceans Using DNA Analysis

Toshikazu ICHIKAWA*, Hirotaka KATSURA*, Daisuke KIKUCHI*,
Junichi ISHIKAWA*, Takayuki MURAKAMI* and Tomoki SAEGUSA*
*Tokyo Customs Laboratory
2-7-11, Aomi, Koto-ku, Tokyo 135-8615 Japan

In the Customs Tariff Schedule, crustaceans classified under Chapter 3 and Chapter 16 have different tariff rates depending
on the biological species. In this study, we investigated the direct sequencing method using partial genetic regions encoding
16S-rRNA on mitochondrial DNA. As a result, as long as sufficient DNA is extracted and the appropriate primers are used, we
confirmed that it is possible to determine the sequence of the DNA. When the resultant DNA sequence matches the sequence

data registered in the DNA database, the sample is assumed to be from the corresponding species of crustacean.
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Table 1 Results of DNA homology search on 16S-rRNA region partial sequence
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T39I A H— Black tigar prawn Penaeus monodon (AF217843) 100
F—=RA VT HAH— Brown tiger prawn Penaeus esculentus (AF279828) 99.4
e Southern rough shrimp — -
wyarrhze Northern shrimp Pandalus eous (Delated) 100
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Fr¥arsFRT Antarctic krill Euphausia superba (AB084378) 100
NFEAALTE Pacific white shrimp Litopenaeus vannamei (DQ534543) 100
avFyxe Koshiori shrimp Gervimunida johni (AY351244) 100
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