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Identification of Enteromorpha
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Among the algae of Ulvaceae, Enteromorpha is an import quota (IQ) item whereas the remaining Ulva is not.

Therefore, the identification of Enteromorpha is important. To judge whether algae was Enteromorpha or not,

morphological observation by a microscope was carried out, but it was not easy to discriminate a large number

of samples. Therefore, molecular phylogenetic analysis by using DNA sequences was performed. The results

showed that identification by comparing with DNA sequence data would be possible.
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Enteromorpha prolifera Ulva pertusa

Fig.1 Figure and cross section of Enteromorpha and Ulva.
Enteromorpha prolifera and Ulva pertusa are standard
Enteromorpha and Ulva respectively.
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Fig.2 Figure and cross section of Enteromorpha linza.
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Fig.3 Cross section views of samples ; (a) and (b)appear to be Ulva or Enteromorpha., (c) and (d)Enteromorpha linza.
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Fig.4 Plan views of sample surface. (a) and (b)Ulva armoricana. (c)Ulva scandinavica. (d)Enteromorpha linza.
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Fig.5 Maximum parsimony tree constructed from analysis of internal transcribed
spacer sequences (YZ001, YZ002, YZ004-YZ006, YZ008-YZ015 :

Samples of this study).
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